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Lahontan Cutthroat Trout 

 

• Evolved in Pleistocene 
Lake Lahontan 
 

• Northwest, Humbolt and 
Western GMUs 
 

• Pilot Peak strain = Lake 
Tahoe/Truckee River/ 
Pyramid Lake Basin 
 



Tahoe/Truckee/Pyramid LCT 

• Large, highly piscivorous 
 

• Extirpated from native range 
by 1940’s 
 

• Rediscovered at Pilot Peak, 
NV in late 1970’s 
 

• Confirmed through genetic 
testing to be direct 
descendants 

 
 



Pilot Peak Lahontan Cutthroat Trout 

• Complex began propagating 
Pilot Peak strain in 1996 
 

• Purpose: use native strain 
for recovery activities in 
high priority waters 
 

• AND: provide native fish for 
recreational opportunities 

 



Genetic Management 

• Developed captive 
broodstock and genetic 
management techniques over 
15 year period 
 

• 2010 restructuring 
 

• In partnership with UNR, 
developed intensive genetic 
management protocol 
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Broodstock Tracking with PIT Tags 

• All broodstock on station 
at LNFH are PIT tagged 

 

• Individual genetic profiles 
generated by UNR 

 

• 14 nuclear microsatellite 
loci, 8-30 alleles 
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Optimizing Genetics During Spawning 

•  Genetic profiles used  

    to pair individuals 
 

•  Pairwise mating matrix 

 

Goal: maintain high levels 

of genetic variation in 
production fish as well as 
future broodstock 



 



Spawning Protocol 

• P4 tag entry/tracking 
software 

 

• Sort, scan and record 
spawning condition 

 

• Pair ripe individuals 
according to genetic 
criteria 

 

 

 



 



 



Spawning Protocol 

• Upload tag lists 
 

• Re-sort males, collect milt 
into vials  

 

• Spawn females, add milt 
from matching male 
 

• 700-1000 crosses per year 

 

 

 

 



Tracking Crosses 

Data on individual crosses: 
 

•  egg and milt condition 

•  # of eggs 

•  percent eye-up 

•  survival to swim-up 

•  parentage 

 
 

 

 



Future Broodstock 

 

•  all crosses genetically analyzed 
 

•  rare alleles, high heterozygosity 
 

•  individuals from 150 crosses 
 

•  housed separately until 

   taggable size (60-100mm) 
 

 
 

 

 



 Average heterozygosity of Broodstock 
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 Marlette Lake Offsite Broodstock 

 

• offsite replicate 
broodstock 
 

• In partnership with 
NDOW 
 

• Returning fish PIT 
tagged and genetic 
clipped 

 

 
 

 

 



 Pyramid Lake Potential Broodstock 

 

• Possible egg/milt source 
 

• 6,000+ eggs per female 
 

 
 

 

 





Questions? 


